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Cancer is the leading cause o f death in both economical ly  developed and developing count ries .  I t  is  a fata l  
disease caused by  an uncontrol led div is ion o f  abnormal cel ls in the body. These abnormal  cel ls cal led 
mal ignant cel ls which can invade nearby t issues can spread through bloodst ream and lymphat ic  system to 
other parts  of  the body. Tunicamycin is an antib iot ic  isolated from Streptomyces lysosuperi f icus that  inhibi ts  
the synthes is  dol ichy l -N-acetylglucosamine diphosphatase essent ial  fo r the assembly  of  ol igosaccharide 
chains and thei r subsequent t ransfer to aspargine res idues in proteins.  The epidermal  growth factor receptor 
(EGFR) is the cel l -surface receptor ,  i t ’s  over  express ion or  over ac tiv i ty has  been associated with  a  number 
of  cancers,  including breast ,  lung, ovarian,  and anal cancers.  EGFR, an N-glycosyla ted transmembrane 
protein used to  study whether inhibi t ion of  N-glycosylat ion and st imula t ion o f endoplasmic ret iculum (ER) 
stress by Tunicamycin enhances growth inhibi t ion in cancer cel l  l ine.  The protein- l igand (EGFR and 
Tunicamycin) and the inhibi to r is  Aldose reductase. The st ructure predic t ion was done using 3D pymol  and 
maestro analysis .  The s tructure of  the l igand is elucidated and i t  was docked wi th EGFR act ive pocket s i te.  
The dock ing score was –9.87 kcal /mol and gl iding energy was –69.17 kcal/mol .  In conclusion the s tructural  
detai ls and docking in teract ion predicts  that  this model can be used for drug target  del ivery in cancer.  I t  also  
ant ic ipated that the f indings may provide useful  in format ion or c lue for designing ef fect ive drugs for the 
therapeut ic t reatment o f EGFR-rela ted cancer.  
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